Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; R factor = 0.071; wR factor = 0.161; data-to-parameter ratio = 16.0. organic compounds o1372 Urdaneta et al.
The asymmetric unit of the title compound, C 17 H 16 ClNO, contains two crystallographically independent molecules. These molecules are connected in an alternating fashion through N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, generating one-dimensional chains of graph sets R 2 1 (6) and C(4) along the a axis.
Related literature
For related literature, see: Kishikawa et al., (1997) ; Cherry et al. (2003) ; Pontiki & Hadjipavlou (2007) ; Urdaneta et al. (2004) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data C 17 H 16 ClNO M r = 285.76 Orthorhombic, P2 1 2 1 2 1 a = 9.803 (3) Å b = 14.976 (5) Å c = 20.823 (6) Å V = 3057.2 (15) Å 3 Z = 8 Mo K radiation = 0.24 mm À1 T = 293 (2) K 0.48 Â 0.38 Â 0.28 mm
Data collection
Rigaku AFC-7S Mercury diffractometer Absorption correction: multi-scan (Jacobson, 1998) T min = 0.897, T max = 0.985 (expected range = 0.850-0.934) 32660 measured reflections 5802 independent reflections 3687 reflections with I > 2(I) R int = 0.063 Refinement R[F 2 > 2(F 2 )] = 0.070 wR(F 2 ) = 0.161 S = 1.07 5802 reflections 362 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.28 e Å À3 Absolute structure: Flack (1983) , 1693 Friedel pairs Flack parameter: À0.03 (9) Table 1 Hydrogen-bond geometry (Å , ) . Data collection: CrystalClear (Rigaku, 2002) ; cell refinement: CrystalClear; data reduction: CrystalStructure (Rigaku/MSC, 2004); program(s) used to solve structure: SHELXTL-NT (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL-NT; molecular graphics: SHELXTL-NT and DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: SHELXTL-NT and PLATON (Spek, 2003) .
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Comment
The title compound, (I), represents a valuable intermediate for the synthesis of biologically active disubstituted pyrimidones (Cherry et al., 2003) , phenyl-substituted amides with antioxidant and anti-inflamatory activity as novel lipoxygenase inhibitor (Pontiki & Hadjipavlou, 2007) , and also as precursor for photochemical studies (Kishikawa et al., 1997) .
The asymmetric unit of (I) contains two crystallographically indepedent molecules of the same stereochemical configuration ( Fig. 1 ): C4 and C21 have S configuration. Each molecule displays two kinds of intramolecular C-H···Cl and C-H···N hydrogen bonds (Table 1 ). These interactions lead to the formation of five-membered rings described by graph-set symbol S(5) (Bernstein et al., 1995) . In each molecule the phenyl groups are twisted with respect to the aliphatic chain defined by C4/N1/C3/O1/C2/C1 (CH1) and C21/N2/C18/C19/C20/O2 atoms (CH2), respectively. The dihedral angles between the C5-C10 and C12-C17 rings and the mean plane of the CH1 are 31.8 (2)° and 88.6 (2)°, for the molecule 1; C29-C34: 81.8 (2)° and C22-C2: 33.8 (2)° for the rings of the molecule 2. These molecules form a dimer linked through a N-H···O and C-H···O intermolecular hydrogen bonds in which the O atom from carbonyl group acts as a double aceptor of hydrogen bonds (Fig 1) . This interaction produces a supramolecular motif described by the symbol R 2 1 (6). These dimers are connected in an alternate fashion via remaining N-H···O intermolecular hydrogen bonds, generating one-dimensional chains along the a axis ( Fig. 2 ), this interaction is described by the symbol C(4). Adjacent chains are assembled through C-H···π interactions to afford a three-dimensional array.
Experimental
The title compound was prepared according to a reported procedure (Urdaneta et al., 2004) , and colourless blocks of (I) were grown from a saturated AcOEt/Et 2 O (1:9) solution kept at 277 K.
Refinement
The N-bound H atoms were located in difference maps and refined as riding in their as-found relative positions with U iso (H) = 1.2U eq (N). The C-bound H atoms were placed in idealised positions (C-H = 0.93-0.98Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). Fig. 1 . The molecular structure of (I) with displacement ellipsoids drawn at the 30% probability level. H atoms have been omited for clarity and dashed lines indicate the donor···acceptor interactions for the hydrogen bonds. Fig. 2 . View of the one-dimensional ribbons along the a axis, generated by intermolecular hydrogen bonds. Intramolecular hydrogen bonds are also shown (dashed lines). Most H atoms have been omited for clarity 
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